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Recombinant Human WD repeat-containing protein 1

CATALOG #

AAA81627
HOST

E Coli

PRODUCT SYNONYMS

WD repeat-containing protein 1; Recombinant Human WD repeat-containing protein 1; Actin-interacting protein 1; AIP1NORI-1; WDR1 recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli

Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.

Form/Format Liquid containing glycerol

Sequence Positions 189-461aa; Partial-length of Isoform 2

Sequence HKNGGKSYIY SGSHDGHINY WDSETGENDS FAGKGHTNQV SRMTVDESGQ LISCSMDDTV RYTSLMLRDY

SGQGVVKLDV QPKCVAVGPG GYAVVVCIGQ IVLLKDQRKC FSIDNPGYEP EVVAVHPGGD TVAIGGVDGN

VRLYSILGTT LKDEGKLLEA KGPVTDVAYS HDGAFLAVCD ASKVVTVFSV ADGYSENNVF YGHHAKIVCL

AWSPDNEHFA SGGMDMMVYV WTLSDPETRV KIQDAHRLHH VSSLAWLDEH TLVTTSHDAS VKE

Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.

IMAGES

SDS-PAGE

ADDITIONAL INFORMATION

Related Product Information for WDR1
recombinant protein

Induces disassembly of actin filaments in conjunction with ADF/cofilin family proteins.

Product Categories/Family for WDR1
recombinant protein

Signal Transduction
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NCBI AND UNIPROT INFORMATION

NCBI GI # 53729352

NCBI GeneID 9948

NCBI Accession # NP_005103.2
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NCBI GenBank Nucleotide # NM_005112.4

UniProt Accession # O75083; O75313; Q8N6E5; Q9UG05; Q9UG78; Q9UQE0; A8K6E9; A8MPU4

Molecular Weight 56.4 kDa

NCBI Official Full Name WD repeat-containing protein 1 isoform 2

NCBI Official Synonym Full Names WD repeat domain 1

NCBI Official Symbol WDR1

NCBI Official Synonym Symbols AIP1; NORI-1; HEL-S-52

NCBI Protein Information WD repeat-containing protein 1

UniProt Protein Name WD repeat-containing protein 1

UniProt Gene Name WDR1

UniProt Synonym Gene Names AIP1

UniProt Entry Name WDR1_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and storage;

if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.
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