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Recombinant Human Heterogeneous nuclear ribonucleoprotein Q

CATALOG # HOST
AAA81614 E Coli

PRODUCT SYNONYMS

Heterogeneous nuclear ribonucleoprotein Q; Recombinant Human Heterogeneous nuclear ribonucleoprotein Q; Glycine- and tyrosine-rich RNA-binding protein; GRY-
RBP; NS1-associated protein 1; Synaptotagmin-binding; cytoplasmic RNA-interacting protein; SYNCRIP recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli

Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.

Form/Format Liquid containing glycerol

Sequence Positions 2-191aa; Partial

Sequence ATEHVNGNGT EEPMDTTSAYV IHSENFQTLL DAGLPQKVAE KLDEIYVAGL VAHSDLDERA IEALKEFNED

GALAVLQQFK DSDLSHVQNK SAFLCGVMKT YRQREKQGTK VADSSKGPDE AKIKALLERT GYTLDVTTGQ
RKYGGPPPDS VYSGQQPSVG TEIFVGKIPR DLFEDELVPL FEKAGPIWDL

Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.

IMAGES

SDS-PAGE
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ADDITIONAL INFORMATION

Related Product Information for
SYNCRIP recombinant protein

Product Categories/Family for SYNCRIP
recombinant protein

References

Heterogenous nuclear ribonucleoprotein (hnRNP) implicated in mRNA processing mechanisms. Component of the
CRD-mediated complex that promotes MYC mRNA stability. Isoform 1, isoform 2 and isoform 3 are associated in
vitro with pre-mRNA, splicing intermediates and mature mRNA protein complexes. Isoform 1 binds to apoB mRNA
AU-rich sequences. Isoform 1 is part of the APOB mRNA editosome complex and may modulate the
postranscriptional C to U RNA-editing of the APOB mRNA through either by binding to ALCF (APOBEC1
complentation factor), to APOBECL1 or to RNA itself. May be involved in translationally coupled mRNA turnover.
Implicated with other RNA-binding proteins in the cytoplasmic deadenylation/translational and decay interplay of the
FOS mRNA mediated by the major coding-region determinant of instability (MCRD) domain. Interacts in vitro
preferentially with poly(A) and poly(U) RNA sequences. Isoform 3 may be involved in cytoplasmic vesicle-based
mRNA transport through interaction with synaptotagmins. Component of the GAIT (gamma interferon-activated
inhibitor of translation) complex which mediates interferon-gamma-induced transcript-selective translation inhibition
in inflammation processes. Upon interferon-gamma activation assbles into the GAIT complex which binds to st loop-
containing GAIT elements in the 3'-UTR of diverse inflammatory mRNAs (such as ceruplasmin) and suppresses
their translation; ses not to be essential for GAIT complex function.

Immunology

A novel heterogeneous nuclear ribonucleoprotein-like protein interacts with NS1 of the minute virus of mice.Harris
C.E., Boden R.A., Astell C.R.J. Virol. 73:72-80(1999) Cloning of human and mouse GRY-RBP cDNA.Du G., Pan M.,
Zhou Y., Chen J., Yao H., Yuan J., Qiang B.Chin. Sci. Bull. 45:343-349(2000) SMN interacts with a novel family of
hnRNP and spliceosomal proteins.Mourelatos Z., Abel L., Yong J., Kataoka N., Dreyfuss G.EMBO J. 20:5443-
5452(2001) Suzuki Y., Sugano S., Totoki Y., Toyoda A., Takeda T., Sakaki Y., Tanaka A., Yokoyama S. The DNA
sequence and analysis of human chromosome 6.Mungall A.J., Palmer S.A., Sims S.K., Edwards C.A., Ashurst J.L.,
Wilming L., Jones M.C., Horton R., Hunt S.E., Scott C.E., Gilbert J.G.R., Clamp M.E., Bethel G., Milne S.,
Ainscough R., Almeida J.P., Ambrose K.D., Andrews T.D., Ashwell R.1.S., Babbage A.K., Bagguley C.L., Bailey J.,
Banerjee R., Barker D.J., Barlow K.F., Bates K., Beare D.M., Beasley H., Beasley O., Bird C.P., Blakey S.E., Bray-
Allen S., Brook J., Brown A.J., Brown J.Y., Burford D.C., Burrill W., Burton J., Carder C., Carter N.P., Chapman
J.C., Clark S.Y., Clark G., Clee C.M., Clegg S., Cobley V., Collier R.E., Collins J.E., Colman L.K., Corby N.R.,
Coville G.J., Culley K.M., Dhami P., Davies J., Dunn M., Earthrowl M.E., Ellington A.E., Evans K.A., Faulkner L.,
Francis M.D., Frankish A., Frankland J., French L., Garner P., Garnett J., Ghori M.J., Gilby L.M., Gillson C.J.,
Glithero R.J., Graftham D.V., Grant M., Gribble S., Griffiths C., Griffiths M.N.D., Hall R., Halls K.S., Hammond S.,
Harley J.L., Hart E.A., Heath P.D., Heathcott R., Holmes S.J., Howden P.J., Howe K.L., Howell G.R., Huckle E.,
Humphray S.J., Humphries M.D., Hunt A.R., Johnson C.M., Joy A.A., Kay M., Keenan S.J., Kimberley A.M., King A.,
Laird G.K., Langford C., Lawlor S., Leongamornlert D.A., Leversha M., Lloyd C.R., LIoyd D.M., Loveland J.E., Lovell
J., Martin S., Mashreghi-Mohammadi M., Maslen G.L., Matthews L., McCann O.T., McLaren S.J., McLay K.,
McMurray A., Moore M.J.F., Mullikin J.C., Niblett D., Nickerson T., Novik K.L., Oliver K., Overton-Larty E.K., Parker
A., Patel R., Pearce A.V., Peck A.l., Phillimore B.J.C.T., Phillips S., Plumb R.W., Porter K.M., Ramsey Y., Ranby
S.A., Rice C.M., Ross M.T., Searle S.M., Sehra H.K., Sheridan E., Skuce C.D., Smith S., Smith M., Spraggon L.,
Squares S.L., Steward C.A., Sycamore N., Tamlyn-Hall G., Tester J., Theaker A.J., Thomas D.W., Thorpe A.,
Tracey A., Tromans A., Tubby B., Wall M., Wallis J.M., West A.P., White S.S., Whitehead S.L., Whittaker H., Wild
A., Willey D.J., Wilmer T.E., Wood J.M., Wray P.W., Wyatt J.C., Young L., Younger R.M., Bentley D.R., Coulson A,
Durbin R.M., Hubbard T., Sulston J.E., Dunham I., Rogers J., Beck S.Nature 425:805-811(2003)

NCBI AND UNIPROT INFORMATION

NCBI Gl #

NCBI GenelD

NCBI Accession #

NCBI GenBank Nucleotide #
UniProt Accession #

Molecular Weight

NCBI Official Full Name

NCBI Official Synonym Full Names

NCBI Official Symbol

228008396

10492

NP_001153145.1

NM_001159673.1

060506; Q53H05; Q5TCG2; Q5TCG3; Q8IW78; Q8N599; Q96LC1L; QI6LC2; Q9Y583; E1P501; E1P502
47.8 kDa

heterogeneous nuclear ribonucleoprotein Q isoform 2

synaptotagmin binding, cytoplasmic RNA interacting protein

SYNCRIP
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https://stage.aaabiotech.com/search/?query=Immunology
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=protein&id=228008396
http://www.ncbi.nlm.nih.gov/sites/entrez?db=gene&cmd=Retrieve&dopt=full_report&list_uids=10492
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=NP_001153145.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=NM_001159673.1
http://www.uniprot.org/uniprot/O60506
http://www.uniprot.org/uniprot/Q53H05
http://www.uniprot.org/uniprot/Q5TCG2
http://www.uniprot.org/uniprot/Q5TCG3
http://www.uniprot.org/uniprot/Q8IW78
http://www.uniprot.org/uniprot/Q8N599
http://www.uniprot.org/uniprot/Q96LC1
http://www.uniprot.org/uniprot/Q96LC2
http://www.uniprot.org/uniprot/Q9Y583
http://www.uniprot.org/uniprot/E1P501
http://www.uniprot.org/uniprot/E1P502

NCBI Official Synonym Symbols PP68; NSAP1; GRYRBP; HNRNPQ; HNRPQ1; GRY-RBP; hnRNP-Q

NCBI Protein Information heterogeneous nuclear ribonucleoprotein Q
UniProt Protein Name Heterogeneous nuclear ribonucleoprotein Q
UniProt Gene Name SYNCRIP

UniProt Synonym Gene Names HNRPQ; NSAP1; hnRNP Q; GRY-RBP
UniProt Entry Name HNRPQ_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and storage;
if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.
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