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Rabbit KAT3B/p300 Polyclonal Antibody | anti-KAT3B/p300 antibody
Phospho-KAT3B/p300 (Ser1834) Antibody

APPLICATIONS
Western Blot,
Immunohistochemistry, ELISA

CATALOG # HOST REACTIVITY
AAA31393 Rabbit Human, Mouse, RatPredicted Reactivity: Pig (100%), Bovine (100%), Horse (100%),
Sheep (100%), Rabbit (100%), Chicken (100%), Xenopus (100%)

PRODUCT SYNONYMS

KAT3B/p300; Polyclonal Antibody; Phospho-KAT3B/p300 (Ser1834) Antibody; E1A associated protein p300; E1A binding protein p300; E1A-associated protein p300;
EP300; EP300: E1A binding protein p300; EP300_HUMAN; Histone acetyltransferase p300; KAT3B; p300 HAT; RSTS2; anti-KAT3B/p300 antibody

PRODUCT SPECIFICATIONS

Host

Reactivity

Clonality
Isotype

Specificity

Purity/Purification

Form/Format
Concentration

Applicable Applications for anti-
KAT3B/p300 antibody

Application Notes

Immunogen
Conjugation
Fragment

Post Translational Modifications

Rabbit

Human, Mouse, Rat
Predicted Reactivity: Pig (100%), Bovine (100%), Horse (100%), Sheep (100%), Rabbit (100%), Chicken (100%),
Xenopus (100%)

Polyclonal
Rabbit IgG

Phospho-KAT3B/p300 (Ser1834) Antibody detects endogenous levels of KAT3B/p300 only when phosphorylated at
Serl834.

The antibody is from purified rabbit serum by affinity purification via sequential chromatography on phospho-peptide
and non-phospho-peptide affinity columns.

Liquid. Rabbit IgG in phosphate buffered saline, pH7.4, 150mM NaCl, 0.02% sodium azide and 50% glycerol.
1mg/ml (varies by lot)

WB (Western Blot), IHC (Immunohistochemistry), ELISA (Peptide ELISA)

WB: 1:1000-3000
IHC: 1:50-1:200
Peptide ELISA: 1:20,000-1:40,000

A synthesized peptide derived from human KAT3B/p300 around the phosphorylation site of Ser1834.
Unconjugated
Fab fragment

Acetylated on Lys at up to 17 positions by intermolecular autocatalysis. Deacetylated in the transcriptional
repression domain (CRD1) by SIRT1, preferentially at Lys-1020. Deacetylated by SIRT2, preferentially at Lys-418,
Lys-423, Lys-1542, Lys-1546, Lys-1549, Lys-1699, Lys-1704 and Lys-1707.Citrullinated at Arg-2142 by PADI4,
which impairs methylation by CARM1 and promotes interaction with NCOA2/GRIP1.Methylated at Arg-580 and Arg-
604 in the KIX domain by CARM1, which blocks association with CREB, inhibits CREB signaling and activates
apoptotic response. Also methylated at Arg-2142 by CARM1, which impairs interaction with NCOA2/GRIP1.
Sumoylated; sumoylation in the transcriptional repression domain (CRD1) mediates transcriptional repression.
Desumoylated by SENP3 through the removal of SUMO2 and SUMO3.Probable target of ubiquitination by FBXO3,
leading to rapid proteasome-dependent degradation.Phosphorylated by HIPK2 in a RUNX1-dependent manner.
This phosphorylation that activates EP300 happens when RUNX1 is associated with DNA and CBFB.
Phosphorylated by ROCK2 and this enhances its activity. Phosphorylation at Ser-89 by AMPK reduces interaction
with nuclear receptors, such as PPARG.
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Subunit Structure

Similarity

Subcellular Location

Preparation and Storage

IMAGES

IHC (Immunohistchemistry)

Interacts with phosphorylated CREBL1. Interacts with HIF1A; the interaction is stimulated in response to hypoxia and
inhibited by CITED2. Interacts (via N-terminus) with TFAP2A (via N-terminus); the interaction requires CITED2.
Interacts (via CH1 domain) with CITED2 (via C-terminus). Interacts with CITED1 (unphosphorylated form
preferentially and via C-terminus). Interacts with ESR1; the interaction is estrogen-dependent and enhanced by
CITEDL1. Interacts with DTX1, EID1, ELF3, FEN1, LEF1, NCOA1, NCOA6, NR3C1, PCAF, PELP1, PRDM6, SP1,
SP3, SPIB, SRY, TCF7L2, TP53, DDX5, DDX17, SATB1, SRCAP, TTC5, JMY and TRERF1. The TAZ-type 1
domain interacts with HIF1A. Probably part of a complex with HIF1A and CREBBP. Part of a complex containing
CARM1 and NCOA2/GRIPL1. Interacts with ING4 and this interaction may be indirect. Interacts with ING5. Interacts
with the C-terminal region of CITED4. Non-sumoylated EP300 preferentially interacts with SENP3. Interacts with
SS18L1/CREST. Interacts with ALX1 (via homeobox domain). Interacts with NEURODZ1; the interaction is inhibited
by NROB2. Interacts with TCF3. Interacts (via CREB-binding domain) with MYOCD (via C-terminus). Binds to
HIPK2. Interacts with ROCK2 and PPARG. Forms a complex made of CDK9, CCNT1/cyclin-T1, EP300 and GATA4
that stimulates hypertrophy in cardiomyocytes. Interacts with IRF1 and this interaction enhances acetylation of
p53/TP53 and stimulation of its activity. Interacts with FOXO1; the interaction acetylates FOXO1 and enhances its
transcriptional activity. Interacts with ALKBH4 and DDIT3/CHOP. Interacts with KLF15. Interacts with CEBPB and
RORA. Interacts with p30Il. Interacts with NPAS2, ARNTL/BMAL1 and CLOCK. Interacts with SIRT2 isoform 1,
isoform 2 and isoform 5. Interacts with MTAL. Interacts with HDAC4 and HDACS in the presence of TFAP2C.
Interacts with TRIP4. Directly interacts with ZBTB49; this interaction leads to synergistic transactivation of CDKN1A.
Interacts with NR4A3 (By similarity). Interacts with ZNF451. Interacts with ATF5; EP300 is required for ATF5 and
CEBPB interaction and DNA binding (By similarity). Interacts with HSF1. Interacts with ZBTB48/TZAP. Interacts with
STAT1,; the interaction is enhanced upon IFN-gamma stimulation. Interacts with HNRNPU (via C-terminus); this
interaction enhances DNA-binding of HNRNPU to nuclear scaffold/matrix attachment region (S/MAR) elements.
Interacts with BCL11B. Interacts with SMAD4; negatively regulated by ZBTB7A. Interacts with DUX4 (via C-
terminus). Interacts with NUPR1; this interaction enhances the effect of EP300 on PAX2 transcription factor activity.
Interacts with RXRA; the interaction is decreased by 9-cis retinoic acid. NR4A1 competes with EP300 for interaction
with RXRA and thereby attenuates EP300 mediated acetylation of RXRA. Interacts with RB1 (By similarity).
Interacts with DDX3X;; this interaction may facilitate HNF4A acetylation. (Microbial infection) Interacts with human
adenovirus 5 E1A protein; this interaction stimulates the acetylation of RB1 by recruiting EP300 and RB1 into a
multimeric-protein complex. (Microbial infection) Interacts with and acetylates HIV-1 Tat. (Microbial infection)
Interacts with HTLV-1 proteins Tax, p30Il and HBZ.

The CRD1 domain (cell cycle regulatory domain 1) mediates transcriptional repression of a subset of p300
responsive genes; it can be de-repressed by CDKN1A/p21WAF1 at least at some promoters. It conatins
sumoylation and acetylation sites and the same lysine residues may be targeted for the respective modifications. It
is proposed that deacetylation by SIRT1 allows sumoylation leading to suppressed activity.

Cytoplasm. Nucleus. Chromosome.

Note: Localizes to active chromatin: Colocalizes with histone H3 acetylated and/or crotonylated at 'Lys-18'
(H3K18ac and H3K18cr, respectively) (PubMed:25818647). In the presence of ALX1 relocalizes from the cytoplasm
to the nucleus. Colocalizes with ROCK2 in the nucleus (PubMed:12929931).

Store at -20 degree C. Stable for 12 months from date of receipt.

IHC (Immunohistochemistry)

At 1/200 staining Human breast tissue sections by IHC-P. The tissue was formaldehyde fixed At 1/200 staining Mouse lung tissue sections by IHC-P. The tissue was formaldehyde fixed

and a heat mediated antigen retrieval step in citrate buffer was performed. The tissue was and a heat mediated antigen retrieval step in citrate buffer was performed. The tissue was
then blocked and incubated with the antibody for 1.5 hours at 22 degree C. An HRP then blocked and incubated with the antibody for 1.5 hours at 22 degree C. An HRP
conjugated goat anti-rabbit antibody was used as the secondary antibody. conjugated goat anti-rabbit antibody was used as the secondary antibody.
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IHC (Immunohistochemistry)

At 1/200 staining Rat kidney tissue sections by IHC-P. The tissue was formaldehyde fixed and
a heat mediated antigen retrieval step in citrate buffer was performed. The tissue was then
blocked and incubated with the antibody for 1.5 hours at 22 degree C. An HRP conjugated
goat anti-rabbit antibody was used as the secondary antibody.

IHC (Immunohistochemistry)

At 1/100 staining Mouse testis tissue by IHC-P. The sample was formaldehyde fixed and a
heat mediated antigen retrieval step in citrate buffer was performed. The sample was then
blocked and incubated with the primary antibody at 4 degree C overnight. An HRP conjugated
anti-Rabbit antibody was used as the secondary antibody.

ADDITIONAL INFORMATION

Related Product Information for anti-
KAT3B/p300 antibody

IHC (Immunohistchemistry)

At 1/100 staining Human colorectal cancer by IHC-P. The sample was formaldehyde fixed and
a heat mediated antigen retrieval step in citrate buffer was performed. The sample was then
blocked and incubated with the primary antibody at 4 degree C overnight. An HRP conjugated
anti-Rabbit antibody was used as the secondary antibody.

IHC (Immunohistochemistry)

At 1/100 staining Rat heart tissue by IHC-P. The sample was formaldehyde fixed and a heat
mediated antigen retrieval step in citrate buffer was performed. The sample was then blocked
and incubated with the primary antibody at 4 degree C overnight. An HRP conjugated anti-
Rabbit antibody was used as the secondary antibody.

Functions as histone acetyltransferase and regulates transcription via chromatin remodeling. Acetylates all four core
histones in nucleosomes. Histone acetylation gives an epigenetic tag for transcriptional activation. Mediates cAMP-

gene regulation by binding specifically to phosphorylated CREB protein. Mediates acetylation of histone H3 at 'Lys-
122' (H3K122ac), a modification that localizes at the surface of the histone octamer and stimulates transcription,
possibly by promoting nucleosome instability. Mediates acetylation of histone H3 at 'Lys-27' (H3K27ac). Also
functions as acetyltransferase for non-histone targets, such as ALX1, HDAC1, PRMT1 or SIRT2. Acetylates 'Lys-
131" of ALX1 and acts as its coactivator. Acetylates SIRT2 and is proposed to indirectly increase the transcriptional
activity of TP53 through acetylation and subsequent attenuation of SIRT2 deacetylase function. Acetylates HDAC1
leading to its inactivation and modulation of transcription. Acts as a TFAP2A-mediated transcriptional coactivator in
presence of CITED2. Plays a role as a coactivator of NEUROD1-dependent transcription of the secretin and p21
genes and controls terminal differentiation of cells in the intestinal epithelium. Promotes cardiac myocyte
enlargement. Can also mediate transcriptional repression. Acetylates FOXO1 and enhances its transcriptional
activity. Acetylates BCL6 wich disrupts its ability to recruit histone deacetylases and hinders its transcriptional
repressor activity. Participates in CLOCK or NPAS2-regulated rhythmic gene transcription; exhibits a circadian
association with CLOCK or NPAS2, correlating with increase in PER1/2 mRNA and histone H3 acetylation on the
PER1/2 promoter. Acetylates MTAL at 'Lys-626' which is essential for its transcriptional coactivator activity.
Acetylates XBP1 isoform 2; acetylation increases protein stability of XBP1 isoform 2 and enhances its transcriptional
activity. Acetylates PCNA; acetylation promotes removal of chromatin-bound PCNA and its degradation during
nucleotide excision repair (NER). Acetylates MEF2D. Acetylates and stabilizes ZBTB7B protein by antagonizing
ubiquitin conjugation and degragation, this mechanism may be involved in CD4/CD8 lineage differentiation.
Acetylates GABPBL, impairing GABPBL1 heterotetramerization and activity (By similarity). In addition to protein
acetyltransferase, can use different acyl-CoA substrates, such as (2E)-butenoyl-CoA (crotonyl-CoA), butanoyl-CoA
(butyryl-CoA), 2-hydroxyisobutanoyl-CoA (2-hydroxyisobutyryl-CoA) or propanoyl-CoA (propionyl-CoA), and is able
to mediate protein crotonylation, butyrylation, 2-hydroxyisobutyrylation or propionylation, respectively. Acts as a
histone crotonyltransferase; crotonylation marks active promoters and enhancers and confers resistance to
transcriptional repressors. Histone crotonyltransferase activity is dependent on the concentration of (2E)-butenoyl-
CoA (crotonyl-CoA) substrate and such activity is weak when (2E)-butenoyl-CoA (crotonyl-CoA) concentration is
low. Also acts as a histone butyryltransferase; butyrylation marks active promoters. Acts as a protein-lysine 2-
hydroxyisobutyryltransferase; regulates glycolysis by mediating 2-hydroxyisobutyrylation of glycolytic enzymes.
Functions as a transcriptional coactivator for SMAD4 in the TGF-beta signaling pathway. Acetylates PCK1 and
promotes PCK1 anaplerotic activity. Acetylates RXRA and RXRG. (Microbial infection) In case of HIV-1 infection, it
is recruited by the viral protein Tat. Regulates Tat's transactivating activity and may help inducing chromatin
remodeling of proviral genes. Binds to and may be involved in the transforming capacity of the adenovirus E1A

protein.

NCBI AND UNIPROT INFORMATION

NCBI Gl # 50345997

NCBI GenelD 2033
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http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=protein&id=50345997
http://www.ncbi.nlm.nih.gov/sites/entrez?db=gene&cmd=Retrieve&dopt=full_report&list_uids=2033

NCBI Accession # NP_001420.2

NCBI GenBank Nucleotide # NM_001429.3

UniProt Accession # Q09472; BLAKC2

Molecular Weight 264,161 Da

NCBI Official Full Name histone acetyltransferase p300
NCBI Official Synonym Full Names E1A binding protein p300
NCBI Official Symbol EP300

NCBI Official Synonym Symbols p300; KAT3B; RSTS2

NCBI Protein Information histone acetyltransferase p300; p300 HAT; E1A-binding protein, 300kD; E1A-associated protein p300
UniProt Protein Name Histone acetyltransferase p300
UniProt Gene Name EP300

UniProt Synonym Gene Names P300; p300 HAT

UniProt Entry Name EP300_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and storage;
if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.

AAA Biotech | Tel: +1 (619) 604-9440 | Fax: +1 (619) 604-9441 | contact@aaabiotech.com
Online datasheet: https://stage.aaabiotech.com/polyclonal/kat3b-p300-antibody-western-blot-immunohistochemistry-peptide-elisa-elisa/31393
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