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Recombinant Human Heterogeneous nuclear ribonucleoproteins A2/B1

CATALOG #

AAA18491
HOST

E Coli or Yeast or Baculovirus or Mammalian Cell

PRODUCT SYNONYMS

Heterogeneous nuclear ribonucleoproteins A2/B1; Recombinant Human Heterogeneous nuclear ribonucleoproteins A2/B1; HNRNPA2B1 recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli or Yeast or Baculovirus or Mammalian Cell

Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.

Form/Format Lyophilized or liquid (Format to be determined during the manufacturing process)

Sequence Positions 1-249aa; Full Length

Sequence MEREKEQFRK LFIGGLSFET TEESLRNYYE QWGKLTDCVV MRDPASKRSR GFGFVTFSSM AEVDAAMAAR

PHSIDGRVVE PKRAVAREES GKPGAHVTVK KLFVGGIKED TEEHHLRDYF EEYGKIDTIE IITDRQSGKK

RGFGFVTFDD HDPVDKIVLQ KYHTINGHNA EVRKALSRQE MQEDLEVAIL EVAPVMEEEE EDMVVEDLDM

ATRVGATEVV MTTMEEEIME VEITMILEII TSNLLTTVQ

Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.

IMAGES

SDS-PAGE

ADDITIONAL INFORMATION

Related Product Information for
HNRNPA2B1 recombinant protein

Involved with pre-mRNA processing. Forms complexes (ribonucleosomes) with at least 20 other different hnRNP

and heterogeneous nuclear RNA in the nucleus.

Product Categories/Family for
HNRNPA2B1 recombinant protein

Transcription
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NCBI AND UNIPROT INFORMATION

NCBI GI # 4504447

NCBI GeneID 3181

NCBI Accession # NP_002128.1

NCBI GenBank Nucleotide # NM_002137.3

UniProt Accession # P22626; P22627; Q9UC98; Q9UDJ2; A0A024RA27; A0A024RA61; A8K064

Molecular Weight 30.4 kDa

NCBI Official Full Name heterogeneous nuclear ribonucleoproteins A2/B1 isoform A2

NCBI Official Synonym Full Names heterogeneous nuclear ribonucleoprotein A2/B1

NCBI Official Symbol HNRNPA2B1

NCBI Official Synonym Symbols RNPA2; HNRPA2; HNRPB1; SNRPB1; HNRNPA2; HNRNPB1; IBMPFD2; HNRPA2B1

NCBI Protein Information heterogeneous nuclear ribonucleoproteins A2/B1

UniProt Protein Name Heterogeneous nuclear ribonucleoproteins A2/B1

UniProt Gene Name HNRNPA2B1

UniProt Synonym Gene Names HNRPA2B1; hnRNP A2/B1

UniProt Entry Name ROA2_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and storage;

if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.
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