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Calpain-2 catalytic subunit (CAPN2) Recombinant Protein | CAPN2 recombinant protein

Recombinant Human Calpain-2 catalytic subunit (CAPN2)

CATALOG # HOST
AAA18478 E Coli or Yeast or Baculovirus or Mammalian Cell

PRODUCT SYNONYMS

Calpain-2 catalytic subunit (CAPN2); Recombinant Human Calpain-2 catalytic subunit (CAPN2); Calcium-activated neutral proteinase 2; CANP 2; Calpain M-type;
Calpain large polypeptide L2; Calpain-2 large subunit; Millimolar-calpain; M-calpain; CAPN2 recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli or Yeast or Baculovirus or Mammalian Cell

Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.

Form/Format Lyophilized or liquid (Format to be determined during the manufacturing process)

Sequence Positions 20-700aa; Full Length of Mature Protein

Sequence SHDRAIKYLN QDYEALRNEC LEAGTLFQDP SFPAIPSALG FKELGPYSSK TRGIEWKRPT EICADPQFII

GGATRTDICQ GALGDCWLLA AIASLTLNEE ILARVVPLNQ SFQENYAGIF HFQFWQYGEW VEVVVDDRLP
TKDGELLFVH SAEGSEFWSA LLEKAYAKIN GCYEALSGGA TTEGFEDFTG GIAEWYELKK PPPNLFKIIQ
KALQKGSLLG CSIDITSAAD SEAITFQKLY KGHAYSVTGA EEVESNGSLQ KLIRIRNPWG EVEWTGRWND
NCPSWNTIDP EERERLTRRH EDGEFWMSFS DFLRHYSRLE ICNLTPDTLT SDTYKKWKLT KMDGNWRRGS
TAGGCRNYPN TFWMNPQYLI KLEEEDEDEE DGESGCTFLV GLIQKHRRRQ RKMGEDMHTI GFGIYEVPEE
LSGQTNIHLS KNFFLTNRAR ERSDTFINLR EVLNRFKLPP GEYILVPSTF EPNKDGDFCI RVFSEKKADY
QAVDDEIEAN LEEFDISEDD IDDGFRRLFA QLAGEDAEIS AFELQTILRR VLAKRQDIKS DGFSIETCKI
MVDMLDSDGS GKLGLKEFYI LWTKIQKYQK IYREIDVDRS GTMNSYEMRK ALEEAGFKMP CQLHQVIVAR
FADDQLIIDF DNFVRCLVRL ETLFKIFKQL DPENTGTIEL DLISWLCFSV L

Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.
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ADDITIONAL INFORMATION

Related Product Information for CAPN2 Calcium-regulated non-lysosomal thiol-protease which catalyze limited proteolysis of substrates involved in
recombinant protein cytoskeletal remodeling and signal transduction. Proteolytically cleaves MYOC at 'Arg-226'.
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Product Categories/Family for CAPN2 Cancer
recombinant protein
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https://stage.aaabiotech.com/search/?query=Cancer

NCBI AND UNIPROT INFORMATION

NCBI GenelD

UniProt Accession #

Molecular Weight

NCBI Official Synonym Full Names
NCBI Official Symbol

NCBI Official Synonym Symbols
NCBI Protein Information

UniProt Protein Name

UniProt Gene Name

UniProt Synonym Gene Names

UniProt Entry Name

824

P17655; Q16738; Q6PJT3; Q8WU26; Q9HBB1; A6NDG7; B7ZA96; E7TES58

82.1 kDa

calpain 2

CAPN2

CANP2; mCANP; CANPL2; CANPmI
calpain-2 catalytic subunit

Calpain-2 catalytic subunit

CAPN2

CANPL2; CANP 2; M-calpain

CAN2_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and storage;
if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.
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