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Steroid 21-hydroxylase (CYP21A2) Recombinant Protein | CYP21A2 recombinant protein
Recombinant Human Steroid 21-hydroxylase (CYP21A2)

CATALOG # HOST
AAA18457 E Coli or Yeast or Baculovirus or Mammalian Cell

PRODUCT SYNONYMS

Steroid 21-hydroxylase (CYP21A2); Recombinant Human Steroid 21-hydroxylase (CYP21A2); 21-OHase; Cytochrome P-450c21; Cytochrome P450 21; Cytochrome
P450 XXI; Cytochrome P450-C21; Cytochrome P450-C21B; CYP21A2 recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli or Yeast or Baculovirus or Mammalian Cell

Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.

Form/Format Lyophilized or liquid (Format to be determined during the manufacturing process)

Sequence Positions 1-494a; Full Length

Sequence MLLLGLLLLP LLAGARLLWN WWKLRSLHLP PLAPGFLHLL QPDLPIYLLG LTQKFGPIYR LHLGLQDVVV

LNSKRTIEEA MVKKWADFAG RPEPLTYKLV SKNYPDLSLG DYSLLWKAHK KLTRSALLLG IRDSMEPVVE
QLTQEFCERM RAQPGTPVAI EEEFSLLTCS IICYLTFGDK IKDDNLMPAY YKCIQEVLKT WSHWSIQIVD
VIPFLRFFPN PGLRRLKQAI EKRDHIVEMQ LRQHKESLVA GQWRDMMDYM LQGVAQPSME EGSGQLLEGH
VHMAAVDLLI GGTETTANTL SWAVVFLLHH PEIQQRLQEE LDHELGPGAS SSRVPYKDRA RLPLLNATIA
EVLRLRPVVP LALPHRTTRP SSISGYDIPE GTVIIPNLQG AHLDETVWER PHEFWPDRFL EPGKNSRALA
FGCGARVCLG EPLARLELFV VLTRLLQAFT LLPSGDALPS LQPLPHCSVI LKMQPFQVRL QPRGMGAHSP

GQNQ

Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.

IMAGES
350 ~
154
144 S
SDS-PAGE

ADDITIONAL INFORMATION

Related Product Information for Specifically catalyzes the 21-hydroxylation of steroids. Required for the adrenal synthesis of mineralocorticoids and
CYP21A2 recombinant protein glucocorticoids.

Product Categories/Family for CYP21A2  Cancer
recombinant protein

AAA18457 | For Research Use Only. Not for use in diagnostic procedures. Page 1 of 3


https://stage.aaabiotech.com/search/?query=Cancer

References Complete nucleotide sequence of two steroid 21-hydroxylase genes tandemly arranged in human chromosome a
pseudogene and a genuine gene.Higashi Y., Yoshioka H., Yamane M., Gotoh O., Fuijii-Kuriyama Y.Proc. Natl. Acad.
Sci. U.S.A. 83:2841-2845(1986) Structure of human steroid 21-hydroxylase genes.White P.C., New M.I., Dupont
B.Proc. Natl. Acad. Sci. U.S.A. 83:5111-5115(1986) Molecular characterization of the HLA-linked steroid 21-
hydroxylase B gene from an individual with congenital adrenal hyperplasia.Rodrigues N.R., Dunham I., Yu C.Y.,
Carroll M.C., Porter R.R., Campbell R.D.EMBO J. 6:1653-1661(1987) Nonsense mutation causing steroid 21-
hydroxylase deficiency.Globerman H., Amor M., Parker K.L., New M.l., White P.C.J. Clin. Invest. 82:139-144(1988)
R339H and P453S CYP21 mutations associated with nonclassic steroid 21-hydroxylase deficiency that are not
apparent gene conversions.Helmberg A., Tusie-Luna M.-T., Tabarelli M., Kofler R., White P.C.Mol. Endocrinol.
6:1318-1322(1992) Linkage analysis of the C4A/C4B copy number variation and polymorphisms of the adjacent
steroid 21-hydroxylase gene in a healthy population.Blasko B., Banlaki Z., Gyapay G., Pozsonyi E., Sasvari-Szekely
M., Rajczy K., Fust G., Szilagyi A.Mol. Immunol. 46:2623-2629(2009) Complete sequencing and characterization of
21,243 full-length human cDNAs.Ota T., Suzuki Y., Nishikawa T., Otsuki T., Sugiyama T., Irie R., Wakamatsu A.,
Hayashi K., Sato H., Nagai K., Kimura K., Makita H., Sekine M., Obayashi M., Nishi T., Shibahara T., Tanaka T.,
Ishii S., Yamamoto J., Saito K., Kawai Y., Isono Y., Nakamura Y., Nagahari K., Murakami K., Yasuda T., lwayanagi
T., Wagatsuma M., Shiratori A., Sudo H., Hosoiri T., Kaku Y., Kodaira H., Kondo H., Sugawara M., Takahashi M.,
Kanda K., Yokoi T., Furuya T., Kikkawa E., Omura Y., Abe K., Kamihara K., Katsuta N., Sato K., Tanikawa M.,
Yamazaki M., Ninomiya K., Ishibashi T., Yamashita H., Murakawa K., Fujimori K., Tanai H., Kimata M., Watanabe
M., Hiraoka S., Chiba Y., Ishida S., Ono Y., Takiguchi S., Watanabe S., Yosida M., Hotuta T., Kusano J., Kanehori
K., Takahashi-Fujii A., Hara H., Tanase T.-O., Nomura Y., Togiya S., Komai F., Hara R., Takeuchi K., Arita M.,
Imose N., Musashino K., Yuuki H., Oshima A., Sasaki N., Aotsuka S., Yoshikawa Y., Matsunawa H., Ichihara T.,
Shiohata N., Sano S., Moriya S., Momiyama H., Satoh N., Takami S., Terashima Y., Suzuki O., Nakagawa S.,
Senoh A., Mizoguchi H., Goto Y., Shimizu F., Wakebe H., Hishigaki H., Watanabe T., Sugiyama A., Takemoto M.,
Kawakami B., Yamazaki M., Watanabe K., Kumagai A., ltakura S., Fukuzumi Y., Fujimori Y., Komiyama M., Tashiro
H., Tanigami A., Fujiwara T., Ono T., Yamada K., Fuijii Y., Ozaki K., Hirao M., Ohmori Y., Kawabata A., Hikiji T.,
Kobatake N., Inagaki H., Ikema Y., Okamoto S., Okitani R., Kawakami T., Noguchi S., Itoh T., Shigeta K., Senba T.,
Matsumura K., Nakajima Y., Mizuno T., Morinaga M., Sasaki M., Togashi T., Oyama M., Hata H., Watanabe M.,
Komatsu T., Mizushima-Sugano J., Satoh T., Shirai Y., Takahashi Y., Nakagawa K., Okumura K., Nagase T.,
Nomura N., Kikuchi H., Masuho Y., Yamashita R., Nakai K., Yada T., Nakamura Y., Ohara O., Isogai T., Sugano
S.Nat. Genet. 36:40-45(2004) The DNA sequence and analysis of human chromosome 6.Mungall A.J., Palmer S.A.,
Sims S.K., Edwards C.A., Ashurst J.L., Wilming L., Jones M.C., Horton R., Hunt S.E., Scott C.E., Gilbert J.G.R.,
Clamp M.E., Bethel G., Milne S., Ainscough R., Almeida J.P., Ambrose K.D., Andrews T.D., Ashwell R.1.S.,
Babbage A.K., Bagguley C.L., Bailey J., Banerjee R., Barker D.J., Barlow K.F., Bates K., Beare D.M., Beasley H.,
Beasley O., Bird C.P., Blakey S.E., Bray-Allen S., Brook J., Brown A.J., Brown J.Y., Burford D.C., Burrill W., Burton
J., Carder C., Carter N.P., Chapman J.C., Clark S.Y., Clark G., Clee C.M., Clegg S., Cobley V., Collier R.E., Collins
J.E., Colman L.K., Corby N.R., Coville G.J., Culley K.M., Dhami P., Davies J., Dunn M., Earthrowl M.E., Ellington
A.E., Evans K.A., Faulkner L., Francis M.D., Frankish A., Frankland J., French L., Garner P., Garnett J., Ghori M.J.,
Gilby L.M., Gillson C.J., Glithero R.J., Grafham D.V., Grant M., Gribble S., Griffiths C., Griffiths M.N.D., Hall R.,
Halls K.S., Hammond S., Harley J.L., Hart E.A., Heath P.D., Heathcott R., Holmes S.J., Howden P.J., Howe K.L.,
Howell G.R., Huckle E., Humphray S.J., Humphries M.D., Hunt A.R., Johnson C.M., Joy A.A., Kay M., Keenan S.J.,
Kimberley A.M., King A., Laird G.K., Langford C., Lawlor S., Leongamornlert D.A., Leversha M., Lloyd C.R., Lloyd
D.M., Loveland J.E., Lovell J., Martin S., Mashreghi-Mohammadi M., Maslen G.L., Matthews L., McCann O.T.,
McLaren S.J., McLay K., McMurray A., Moore M.J.F., Mullikin J.C., Niblett D., Nickerson T., Novik K.L., Oliver K.,
Overton-Larty E.K., Parker A., Patel R., Pearce A.V., Peck A.l., Phillimore B.J.C.T., Phillips S., Plumb R.W., Porter
K.M., Ramsey Y., Ranby S.A., Rice C.M., Ross M.T., Searle S.M., Sehra H.K., Sheridan E., Skuce C.D., Smith S.,
Smith M., Spraggon L., Squares S.L., Steward C.A., Sycamore N., Tamlyn-Hall G., Tester J., Theaker A.J., Thomas
D.W., Thorpe A., Tracey A., Tromans A., Tubby B., Wall M., Wallis J.M., West A.P., White S.S., Whitehead S.L.,
Whittaker H., Wild A., Willey D.J., Wilmer T.E., Wood J.M., Wray P.W., Wyatt J.C., Young L., Younger R.M., Bentley
D.R., Coulson A., Durbin R.M., Hubbard T., Sulston J.E., Dunham I., Rogers J., Beck S.Nature 425:805-811(2003)
Mural R.J., Istrail S., Sutton G., Florea L., Halpern A.L., Mobarry C.M., Lippert R., Walenz B., Shatkay H., Dew I.,
Miller J.R., Flanigan M.J., Edwards N.J., Bolanos R., Fasulo D., Halldorsson B.V., Hannenhalli S., Turner R.,
Yooseph S., Lu F., Nusskern D.R., Shue B.C., Zheng X.H., Zhong F., Delcher A.L., Huson D.H., Kravitz S.A.,
Mouchard L., Reinert K., Remington K.A., Clark A.G., Waterman M.S., Eichler E.E., Adams M.D., Hunkapiller M.W.,
Myers E.W., Venter J.C. A de novo pathological point mutation at the 21-hydroxylase locus implications for gene
conversion in the human genome.Collier S., Tassabehji M., Sinnott P., Strachan T.Nat. Genet. 3:260-265(1993)
Mapping of steroid 21-hydroxylase genes adjacent to complement component C4 genes in HLA, the major
histocompatibility complex in man.Carroll M.C., Campbell R.D., Porter R.R.Proc. Natl. Acad. Sci. U.S.A. 82:521-
525(1985) Mutation in the CYP21B gene (lle-172-->Asn) causes steroid 21-hydroxylase deficiency.Amor M., Parker
K.L., Globerman H., New M.l., White P.C.Proc. Natl. Acad. Sci. U.S.A. 85:1600-1604(1988) P450XXI (steroid 21-
hydroxylase) gene deletions are not found in family studies of congenital adrenal hyperplasia.Matteson K.J., Phillips
J.A. I Miller W.L., Chung B.C., Orlando P.J., Frisch H., Ferrandez A., Burr I.M.Proc. Natl. Acad. Sci. U.S.A.
84:5858-5862(1987) Mutations of P450c21 (steroid 21-hydroxylase) at Cys428, Val281, and Ser268 result in
complete, partial, or no loss of enzymatic activity, respectively.Wu D.-A., Chung B.-C.J. Clin. Invest. 88:519-
523(1991) Molecular genetics of 21-hydroxylase deficient late-onset adrenal hyperplasia.Gunn S.K., Sherman L.D.,
Therrell B.L., Owerbach D.I.Semin. Reprod. Endocrinol. 11:347-352(1993) Mutations in steroid 21-hydroxylase
(CYP21) .White P.C., Tusie-Luna M.-T., New M.l., Speiser P.W.Hum. Mutat. 3:373-378(1994) Molecular genetic

AAA18457 | For Research Use Only. Not for usanalysisabsonglassielstersoid 21-hydroxylase deficiency associated with HLA-B14,DR1.Speiser P.W., Newdd.R, of 3
White P.C.N. Engl. J. Med. 319:19-23(1988) A missense mutation at lle172-->Asn or Arg356-->Trp causes steroid
21-hvdroxvlase deficiencv Chiot S -H Hu M -C Chuna B -C ] Riol Chem 265:35490-3552(1990) St1hstitution of



NCBI AND UNIPROT INFORMATION

NCBI Gl # 323510663

NCBI GenelD 1589

NCBI Accession # NP_000491.4

NCBI GenBank Nucleotide # NM_000500.7

UniProt Accession # P08686; P04033; Q01204; QO8AGS; Q16749; Q16806; Q5ST44; QI96NUS8; A2BHY6
Molecular Weight 57.9 kDa

NCBI Official Full Name steroid 21-hydroxylase isoform a

NCBI Official Synonym Full Names cytochrome P450 family 21 subfamily A member 2
NCBI Official Symbol CYP21A2

NCBI Official Synonym Symbols CAH1; CPS1; CA21H; CYP21; CYP21B; P450c21B
NCBI Protein Information steroid 21-hydroxylase

UniProt Protein Name Steroid 21-hydroxylase

UniProt Gene Name CYP21A2

UniProt Synonym Gene Names CYP21; CYP21B

UniProt Entry Name CP21A_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and storage;
if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.
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