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Recombinant Human Steroid 21-hydroxylase (CYP21A2)

CATALOG #

AAA18457
HOST

E Coli or Yeast or Baculovirus or Mammalian Cell

PRODUCT SYNONYMS

Steroid 21-hydroxylase (CYP21A2); Recombinant Human Steroid 21-hydroxylase (CYP21A2); 21-OHase; Cytochrome P-450c21; Cytochrome P450 21; Cytochrome

P450 XXI; Cytochrome P450-C21; Cytochrome P450-C21B; CYP21A2 recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli or Yeast or Baculovirus or Mammalian Cell

Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.

Form/Format Lyophilized or liquid (Format to be determined during the manufacturing process)

Sequence Positions 1-494a; Full Length

Sequence MLLLGLLLLP LLAGARLLWN WWKLRSLHLP PLAPGFLHLL QPDLPIYLLG LTQKFGPIYR LHLGLQDVVV

LNSKRTIEEA MVKKWADFAG RPEPLTYKLV SKNYPDLSLG DYSLLWKAHK KLTRSALLLG IRDSMEPVVE

QLTQEFCERM RAQPGTPVAI EEEFSLLTCS IICYLTFGDK IKDDNLMPAY YKCIQEVLKT WSHWSIQIVD

VIPFLRFFPN PGLRRLKQAI EKRDHIVEMQ LRQHKESLVA GQWRDMMDYM LQGVAQPSME EGSGQLLEGH

VHMAAVDLLI GGTETTANTL SWAVVFLLHH PEIQQRLQEE LDHELGPGAS SSRVPYKDRA RLPLLNATIA

EVLRLRPVVP LALPHRTTRP SSISGYDIPE GTVIIPNLQG AHLDETVWER PHEFWPDRFL EPGKNSRALA

FGCGARVCLG EPLARLELFV VLTRLLQAFT LLPSGDALPS LQPLPHCSVI LKMQPFQVRL QPRGMGAHSP

GQNQ

Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.

IMAGES

SDS-PAGE

ADDITIONAL INFORMATION

Related Product Information for
CYP21A2 recombinant protein

Specifically catalyzes the 21-hydroxylation of steroids. Required for the adrenal synthesis of mineralocorticoids and

glucocorticoids.

Product Categories/Family for CYP21A2
recombinant protein

Cancer
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NCBI AND UNIPROT INFORMATION

NCBI GI # 323510663

NCBI GeneID 1589

NCBI Accession # NP_000491.4

NCBI GenBank Nucleotide # NM_000500.7

UniProt Accession # P08686; P04033; Q01204; Q08AG8; Q16749; Q16806; Q5ST44; Q96NU8; A2BHY6

Molecular Weight 57.9 kDa

NCBI Official Full Name steroid 21-hydroxylase isoform a

NCBI Official Synonym Full Names cytochrome P450 family 21 subfamily A member 2

NCBI Official Symbol CYP21A2

NCBI Official Synonym Symbols CAH1; CPS1; CA21H; CYP21; CYP21B; P450c21B

NCBI Protein Information steroid 21-hydroxylase

UniProt Protein Name Steroid 21-hydroxylase

UniProt Gene Name CYP21A2

UniProt Synonym Gene Names CYP21; CYP21B

UniProt Entry Name CP21A_HUMAN
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