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NXPE family member 3 Recombinant Protein | NXPE3 recombinant protein

Recombinant Human NXPE family member 3

CATALOG # HOST
AAA117337 E Coli or Yeast or Baculovirus or Mammalian Cell

PRODUCT SYNONYMS

NXPE family member 3; Recombinant Human NXPE family member 3; Protein FAM55C; NXPE3 recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli or Yeast or Baculovirus or Mammalian Cell

Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.

Form/Format Lyophilized or liquid (Format to be determined during the manufacturing process)

Sequence Positions 31-559aa; Full Length of Mature Protein

Sequence EYLDHETVSA TFIDSSGQFV SSQVTGISRN PYCGYDQQTL SSQERMEEDS LLAALHRQVP DVGPVPFVKS

TDPSSSYFVI LNSAAFFKVG SQLEVLVHVQ DFQRKPKKYG GDYLQARIHS LKLQAGAVGR VVDYQNGFYK
VFFTLLWPGK VKVSVSLVHP SEGIRVLQRL QEDKPDRVYF KSLFRSGRIS ETTECNVCLP GNLPLCNFTD
LYTGEPWFCF KPKKLPCSSR ITHFKGGYLK GLLTAAESAF FQSGVNIKMP VNSSGPDWVT VIPRRIKETN
SLELSQGSGT FPSGYYYKDQ WRPRKFKMRQ FNDPDNITEC LQRKVVHLFG DSTIRQWFEY LTTFVPDLVE
FNLGSPKNVG PFLAVDQKHN ILLKYRCHGP PIRFTTVFSN ELHYVANELN GIVGGKNTVV AIAVWSHFST
FPLEVYIRRL RNIRRAVVRL LDRSPKTVVV IRTANAQELG PEVSLFNSDW YNFQLDTILR RMFSGVGVYL
VDAWEMTLAH YLPHKLHPDE VIVKNQLDMF LSFVCPLET

Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.

IMAGES

SDS-PAGE

ADDITIONAL INFORMATION

Product Categories/Family for NXPE3 Neuroscience
recombinant protein
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NCBI AND UNIPROT INFORMATION

NCBI Gl #

NCBI GenelD

NCBI Accession #

NCBI GenBank Nucleotide #
UniProt Accession #

Molecular Weight

NCBI Official Full Name

NCBI Official Synonym Full Names
NCBI Official Symbol

NCBI Official Synonym Symbols
NCBI Protein Information
UniProt Protein Name

UniProt Gene Name

UniProt Synonym Gene Names

UniProt Entry Name

197333800

91775

NP_001127928.1

NM_001134456.1

Q969Y0; Q722S8; ABKOX4; D3DN53
76.3 kDa

NXPE family member 3

neurexophilin and PC-esterase domain family member 3
NXPE3

FAM55C; MST115; MSTP115

NXPE family member 3

NXPE family member 3

NXPE3

FAM55C

NXPE3_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and storage;
if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.

AAA Biotech | Tel: +1 (619) 604-9440 | Fax: +1 (619) 604-9441 | contact@aaabiotech.com
Online datasheet: https://stage.aaabiotech.com/nxpe3-recombinant-protein-e-coli-or-yeast-or-baculovirus-or-mammalian-cell/117337

AAA117337 | For Research Use Only. Not for use in diagnostic procedures.

Page 2 of 2


http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=protein&id=197333800
http://www.ncbi.nlm.nih.gov/sites/entrez?db=gene&cmd=Retrieve&dopt=full_report&list_uids=91775
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=NP_001127928.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=NM_001134456.1
http://www.uniprot.org/uniprot/Q969Y0
http://www.uniprot.org/uniprot/Q7Z2S8
http://www.uniprot.org/uniprot/A8K0X4
http://www.uniprot.org/uniprot/D3DN53
mailto:contact@aaabiotech.com
https://stage.aaabiotech.com/nxpe3-recombinant-protein-e-coli-or-yeast-or-baculovirus-or-mammalian-cell/117337

