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Bile acid receptor (NR1H4) Recombinant Protein | NR1H4 recombinant protein

Recombinant Human Bile acid receptor (NR1H4)

CATALOG # HOST
AAA116892 E Coli or Yeast or Baculovirus or Mammalian Cell

PRODUCT SYNONYMS

Bile acid receptor (NR1H4); Recombinant Human Bile acid receptor (NR1H4); Farnesoid X-activated receptor; Farnesol receptor HRR-1; Nuclear receptor subfamily 1
group H member 4; Retinoid X receptor-interacting protein 14; RXR-interacting protein 14; NR1H4 recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli or Yeast or Baculovirus or Mammalian Cell

Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.

Form/Format Lyophilized or liquid (Format to be determined during the manufacturing process)

Sequence Positions 1-476aa; Full Length of Isoform 3

Sequence MGSKMNLIEH SHLPTTDEFS FSENLFGVLT EQVAGPLGQN LEVEPYSQYS NVQFPQVQPQ ISSSSYYSNL

GFYPQQPEEW YSPGIYELRR MPAETLYQGE TEVAEMPVTK KPRMGASAGR IKGDELCVVC GDRASGYHYN
ALTCEGCKGF FRRSITKNAV YKCKNGGNCV MDMYMRRKCQ ECRLRKCKEM GMLAECMYTG LLTEIQCKSK
RLRKNVKQHA DQTVNEDSEG RDLRQVTSTT KSCREKTELT PDQQTLLHFI MDSYNKQRMP QEITNKILKE
EFSAEENFLI LTEMATNHVQ VLVEFTKKLP GFQTLDHEDQ IALLKGSAVE AMFLRSAEIF NKKLPSGHSD
LLEERIRNSG ISDEYITPMF SFYKSIGELK MTQEEYALLT AIVILSPDRQ YIKDREAVEK LQEPLLDVLQ
KLCKIHQPEN PQHFACLLGR LTELRTFNHH HAEMLMSWRYV NDHKFTPLLC EIWDVQ

Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.
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ADDITIONAL INFORMATION

Related Product Information for NR1H4 Ligand-activated transcription factor. Receptor for bile acids such as chenodeoxycholic acid, lithocholic acid and

recombinant protein deoxycholic acid. Represses the transcription of the cholesterol 7-alpha-hydroxylase gene (CYP7A1) through the
induction of NROB2 or FGF19 expression, via two distinct mechanisms. Activates the intestinal bile acid-binding
protein (IBABP). Activates the transcription of bile salt export pump ABCB11 by directly recruiting histone
methyltransferase CARML1 to this locus
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NCBI AND UNIPROT INFORMATION

NCBI Gl #

NCBI GenelD

NCBI Accession #

NCBI GenBank Nucleotide #
UniProt Accession #

Molecular Weight

332801015
9971

NP_001193906.1

NM_001206977.1

QU6RI1; Q8NFP5; Q8NFP6; Q92943; A1L4KS; B7Z412; B7ZMO6; F8VYG8

70.7 kDa
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https://stage.aaabiotech.com/search/?query=Transcription
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=protein&id=332801015
http://www.ncbi.nlm.nih.gov/sites/entrez?db=gene&cmd=Retrieve&dopt=full_report&list_uids=9971
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=NP_001193906.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=NM_001206977.1
http://www.uniprot.org/uniprot/Q96RI1
http://www.uniprot.org/uniprot/Q8NFP5
http://www.uniprot.org/uniprot/Q8NFP6
http://www.uniprot.org/uniprot/Q92943
http://www.uniprot.org/uniprot/A1L4K5
http://www.uniprot.org/uniprot/B7Z412
http://www.uniprot.org/uniprot/B7ZM06
http://www.uniprot.org/uniprot/F8VYG8

NCBI Official Full Name bile acid receptor isoform 1

NCBI Official Synonym Full Names nuclear receptor subfamily 1 group H member 4
NCBI Official Symbol NR1H4

NCBI Official Synonym Symbols BAR; FXR; HRR1; HRR-1; RIP14

NCBI Protein Information bile acid receptor

UniProt Protein Name Bile acid receptor

UniProt Gene Name NR1H4

UniProt Synonym Gene Names BAR; FXR; HRR1; RIP14; RXR-interacting protein 14
UniProt Entry Name NR1H4 _HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and storage;
if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.

AAA Biotech | Tel: +1 (619) 604-9440 | Fax: +1 (619) 604-9441 | contact@aaabiotech.com
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