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SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily B
member 1 (SMARCB1) Recombinant Protein | SMARCB1 recombinant protein

Recombinant Human SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily B member 1 (SMARCBL1), partial

CATALOG # HOST
AAA116600 E Coli or Yeast or Baculovirus or Mammalian Cell

PRODUCT SYNONYMS

SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily B member 1 (SMARCBL1); Recombinant Human SWI/SNF-related matrix-
associated actin-dependent regulator of chromatin subfamily B member 1 (SMARCBL1); partial; BRG1-associated factor 47; BAF47; Integrase interactor 1 protein;
SNF5 homolog; hSNF5; SMARCB1 recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli or Yeast or Baculovirus or Mammalian Cell

Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.

Form/Format Lyophilized or liquid (Format to be determined during the manufacturing process)

Sequence Positions 2-376aa; Partial

Sequence MMMALSKTFG QKPVKFQLED DGEFYMIGSE VGNYLRMFRG SLYKRYPSLW RRLATVEERK KIVASSHGKK

TKPNTKDHGY TTLATSVTLL KASEVEEILD GNDEKYKAVS ISTEPPTYLR EQKAKRNSQW VPTLPNSSHH
LDAVPCSTTI NRNRMGRDKK RTFPLCFDDH DPAVIHENAS QPEVLVPIRL DMEIDGQKLR DAFTWNMNEK
LMTPEMFSEI LCDDLDLNPL TFVPAIASAI RQQIESYPTD SILEDQSDQR VIIKLNIHVG NISLVDQFEW
DMSEKENSPE KFALKLCSEL GLGGEFVTTI AYSIRGQLSW HQKTYAFSEN PLPTVEIAIR NTGDADQWCP
LLETLTDAEM EKKIRDQDRN TRRMR,

Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.

IMAGES

116 kDa

66.2 kDa
45 kDa

35 kDa

18 kDa

14.4kDa

SDS-PAGE

AAA116600 | For Research Use Only. Not for use in diagnostic procedures. Page 1 of 4



ADDITIONAL INFORMATION

Related Product Information for
SMARCB1 recombinant protein

Product Categories/Family for
SMARCB1 recombinant protein

Core component of the BAF (hSWI/SNF) complex. This ATP-dependent chromatin-remodeling complex plays
important roles in cell proliferation and differentiation, in cellular antiviral activities and inhibition of tumor formation.
The BAF complex is able to create a stable, altered form of chromatin that constrains fewer negative supercoils than
normal. This change in supercoiling would be due to the conversion of up to one-half of the nucleosomes on
polynucleosomal arrays into asymmetric structures, termed altosomes, each composed of 2 histones octamers.
Stimulates in vitro the remodeling activity of SMARCA4/BRG1/BAF190A. Involved in activation of CSF1 promoter.
Belongs to the neural progenitors-specific chromatin remodeling complex (npBAF complex) and the neuron-specific
chromatin remodeling complex (nBAF complex). During neural development a switch from a st/progenitor to a post-
mitotic chromatin remodeling mechanism occurs as neurons exit the cell cycle and become committed to their adult
state. The transition from proliferating neural st/progenitor cells to post-mitotic neurons requires a switch in subunit
composition of the npBAF and nBAF complexes. As neural progenitors exit mitosis and differentiate into neurons,
npBAF complexes which contain ACTL6A/BAF53A and PHF10/BAF45A, are exchanged for homologous alternative
ACTL6B/BAF53B and DPF1/BAF45B or DPF3/BAF45C subunits in neuron-specific complexes (nBAF). The npBAF
complex is essential for the self-renewal/proliferative capacity of the multipotent neural st cells. The nBAF complex
along with CREST plays a role regulating the activity of genes essential for dendrite growth. Plays a key role in cell-
cycle control and causes cell cycle arrest in GO/G1.

Cell Cycle
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NCBI AND UNIPROT INFORMATION

NCBI Gl # 55956801

NCBI GenelD 6598

NCBI Accession # NP_001007469.1

NCBI GenBank Nucleotide # NM_001007468.2

UniProt Accession # Q12824; 075784, 095474; Q17S11; Q38GA1L; Q76N08; QOUBH2; AAB34227

Molecular Weight 45 kDa

NCBI Official Full Name SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily B member 1 isoform b
NCBI Official Synonym Full Names SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily b, member 1
NCBI Official Symbol SMARCB1

NCBI Official Synonym Symbols RDT; INI1; SNF5; Snrl; BAF47; MRD15; RTPS1; Sfthlp; hSNFS; SNF5L1; SWNTS1; PPP1R144
NCBI Protein Information SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily B member 1
UniProt Protein Name SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily B member 1
UniProt Gene Name SMARCB1

UniProt Synonym Gene Names BAF47; INI1; SNF5L1; BAF47; hSNF5

UniProt Entry Name SNF5_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and storage;
if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.
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Online datasheet: https://stage.aaabiotech.com/smarch1-recombinant-protein-e-coli-or-yeast-or-baculovirus-or-mammalian-cell/116600

AAA116600 | For Research Use Only. Not for use in diagnostic procedures. Page 4 of 4


http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=protein&id=55956801
http://www.ncbi.nlm.nih.gov/sites/entrez?db=gene&cmd=Retrieve&dopt=full_report&list_uids=6598
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=NP_001007469.1
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?val=NM_001007468.2
http://www.uniprot.org/uniprot/Q12824
http://www.uniprot.org/uniprot/O75784
http://www.uniprot.org/uniprot/O95474
http://www.uniprot.org/uniprot/Q17S11
http://www.uniprot.org/uniprot/Q38GA1
http://www.uniprot.org/uniprot/Q76N08
http://www.uniprot.org/uniprot/Q9UBH2
http://www.uniprot.org/uniprot/AAB34227
mailto:contact@aaabiotech.com
https://stage.aaabiotech.com/smarcb1-recombinant-protein-e-coli-or-yeast-or-baculovirus-or-mammalian-cell/116600

