% ALA PRODUCT DATASHEET

Biotech Catalog # AAA116162

AFG3-like protein 2 Recombinant Protein | AFG3L2 recombinant protein

Recombinant Human AFG3-like protein 2

CATALOG # HOST
AAA116162 E Coli

PRODUCT SYNONYMS

AFG3-like protein 2; Recombinant Human AFG3-like protein 2; Paraplegin-like protein; AFG3L2 recombinant protein

PRODUCT SPECIFICATIONS

Host E Coli

Purity/Purification Greater or equal to 85% purity as determined by SDS-PAGE.

Form/Format Liquid containing glycerol

Sequence Positions 550-759aa; Partial

Sequence ERVIGGLEKK TQVLQPEEKK TVAYHEAGHA VAGWYLEHAD PLLKVSIIPR GKGLGYAQYL PKEQYLYTKE

QLLDRMCMTL GGRVSEEIFF GRITTGAQDD LRKVTQSAYA QIVQFGMNEK VGQISFDLPR QGDMVLEKPY
SEATARLIDD EVRILINDAY KRTVALLTEK KADVEKVALL LLEKEVLDKN DMVELLGPRP FAEKSTYEEF

Sequence Length 797

Preparation and Storage Store at -20 degree C, for extended storage, conserve at -20 degree C or -80 degree C.
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ADDITIONAL INFORMATION

Related Product Information for ATP-dependent protease which is essential for axonal development.
AFG3L2 recombinant protein

Product Categories/Family for AFG3L2 Metabolism
recombinant protein
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NCBI GenelD
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UniProt Accession #
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NCBI Official Synonym Full Names
NCBI Official Symbol

NCBI Official Synonym Symbols
NCBI Protein Information
UniProt Protein Name

UniProt Gene Name

UniProt Entry Name

300192933

10939
NP_006787.2
NM_006796.2
Q9Y4W6; Q6P1L0
50.8 kDa
AFG3-like protein 2
AFG3-like AAA ATPase 2
AFG3L2

SCA28; SPAX5
AFG3-like protein 2
AFG3-like protein 2
AFG3L2

AFG32_HUMAN

For Research Use Only. Not for use in diagnostic or therapeutic procedures. Small volumes of product may become entrapped in the seal of the vial during shipment and storage;
if necessary, briefly centrifuge the vial on a tabletop centrifuge to dislodge any liquid in the cap.
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